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This map represents the journey of a
sample through IMAXT’s 3D tumour-
mapping pipeline, progressing through
multiple levels of analysis on intact tissue, : ‘ ‘
as well as single-cell sequencing on

disaggregated cells. Eventually, all data Hyperplexed
are integrated and mapped onto the same immunofluorescence imaging
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These methods give us detailed information about
the expression profiles of individual cells and
populations, letting us examine tumour evolution and
chromosome structural aberrations at the single-cell
level. Combining this with spatial data lets us uncover
novel cell-cell interactions and underlying biology.
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A non-destructive, high-dimensional
variant of cyclic immunofluorescence
that can image 40 or more markers
across whole-slide tissue sections.
“Thanks to discussion with our wider
team, we've overcome a number of
technical challenges with HIFI, including
setting up a new analytical pipeline and
solving how to align and combine all
images from each round of labelling.”

- Spencer Watson, postdoctoral fellow
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Data gathered throughout the

challenges of our pipeline is the

large volumes of imaging data

and the variety of instrument measurement modalities.
To achieve this integration, we've taken learnings from
astronomy, including adopting approaches used for data
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Images selected for this visualisation of the pipeline do not represent the same sample.
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